Digital PCR assay for identification of critical 3-lactamases associated with carbapenem- and ESBL-producing bacteria
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Table 3. Concordance of gPCR and dPCR results for the ARM-D Kit, B-Lactamase using a panel of 40 previously
characterized AMR-positive bacterial DNA extracts. For each 40 yL dPCR reaction, 5 yL of sample was added to the

Table 5. ARM-D Kit, B-Lactamase Results Summary for Antimicrobial Resistance Isolate Bank Samples

Post-pandemic monitoring of emerging infectious diseases has reemphasized the importance of surveillance
for antimicrobial resistant (AMR) bacteria. Often labeled as the “silent pandemic,” AMR bacteria are
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