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Cell-free RNAs, especially microRNAs (miRNAs), are emerging as valuable biomarkers in cancer research and other diseases. RNA extraction kit choice affects plasma miRNA and mRNA recovery Draw-time plasma miRNA concentrations are maintained in samples collected into
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Figure 2. (A, B) Concentration of endogenous miRNA (A) or mRNA (B) in plasma isolated from samples collected into EDTA, citrate, Nucleic Figure 3. Concentration of various miRNA extracted from plasma isolated from samples collected into EDTA, ACD-A, Nucleic Acid BCT
Maxwell Systems and the Maxwell RSC miRNA Plasma and Serum Kit are for Research Use Only. Acid BCT (NAC), and Protein Plus BCT (Protein+). miRNA concentrations are shown as Ct values on the Y-axis in reverse scale and mRNA (NAC), and Protein Plus BCT (Protein+) using the Maxwell RSC miRNA, Plasma and Serum Kit (Promega, 200 yL sample volume). miRNA
Not for use in diagnostic procedures. concentrations are shown as copies / mL plasma (pooled plasma from 5 donors). (C, D) Abundance (Ct) of various endogenous miRNA (C) concentrations are shown as Ct values on the Y-axis in reverse scale. The x-axis is stratified based on donor (n=6, labeled A-F).

and spiked-in RNA (D) in plasma isolated from samples collected into EDTA, citrate, NAC and Protein+. The bar represents interquartile
range of miRNA or RNA Spike-In concentration in samples from draw to day 5. The x-axis labels correspond to RNA extraction kit choices
and input volumes (in pL).

CONCLUSIONS

These data underscore the immense importance of selecting appropriate blood collection tubes and extraction kits to
optimize miRNA recovery from plasma samples. Careful consideration of these factors is essential for obtaining reliable
results in clinical studies involving circulating miRNAs. When paired with the automated miRNA extraction kit from Promega
Corporation (Maxwell RSC miRNA Plasma and Serum Kit), Nucleic Acid BCT and Protein Plus BCT provide researchers flexibility
in sample processing and shipping protocols without concern for ex vivo changes to the sample composition or resultant
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suboptimal analyte recovery.
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Figure 1. Blood from self-declared healthy donors was collected into EDTA, ACD-A, citrate, Nucleic Acid BCT, or Protein Plus BCT.
At draw or after 1, 3, or 5 days at ambient temperature, plasma was isolated, then miRNA or mRNA was extracted and analyzed.

Maxwell is a registered trademark of the Promega Corporation




