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The results in Figure 2 show the amplification of serial dilutions of ARM-D Kit, MCR Control Mix targets. Out of the 90 isolates evaluated, 12 expressed mcr gene families. Representative amplification data of mcr- Table 3: Gene targets covered by the Streck ARM-D Kit, MCR The genes covered in Streck ARM-D Kit, MCR were differentiated
Standard curves are shown for each target control. PCR efficiencies were over 99% for all the target controls positive isolates with respect to positive controls is shown in Figure 4. The mcr positive isolates amplified using target-specific hydrolysis probes, chemically linked to

- = - - and correlation coefficients were over 0.998. The amplification of the Multiplex Control Mix is shown in Figure 3 within 20 cycles of the PCR run (Table 2). The clinical isolates were correctly identified by the mcr assay and Gene Family Gene Targets different fluorescent dyes. The gene variants covered by the assay
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and correlation coefficients were determined for each target by the
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Table 4: Master Mix Preparation Table 5: PCR Cycling Conditions
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water
Real-time PCR amplification of serially-diluted Multiplex Control Mix of Streck ARM-D Kit, MCR. Standard curves show corresponding efficiencies and correlation coefficients for each target control, respectively.
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The mcr real-time PCR multiplex assay is optimized to amplify mcr families 1 through 5. Amplification of serial dilutions of target controls generated PCR efficiencies > 99%
Results and correlation coefficients > 0.998. The sensitivity and specificity of the assay was evaluated using 90 clinical isolates and determined to be 100%. Internal control DNA CO N C LUS I o NS
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Streck ARM-D Kit, MCR provides a rapid amplification and detection strategy to monitor plasmid-mediated colistin resistance genes. The data demonstrate a sensitive and
specific assay, with no observed cross-reactivity with previously characterized clinical isolates from Gram-negative organisms. The results demonstrate this assay can serve
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 Represents a surveillance tool to track the spread of mobilized colistin resistance.
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Figure 1: Tracking mcr in the U.S.

The following map shows where the mcr gene has been reported in U.S.
human and food animal sources as of Nov. 2, 2018.

Animal isolate

* All the DNA samples evaluated were extracted from clinical isolates except for mcr-5.

Map source from the CDC website: https.//www.cdc.gov/drugresistance/biggest-threats/tracking/mecr.html A contrived sample in gram negative bacteria matrix was used to evaluate sensitivity for this variant.
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